SEQUENCE LISTING 
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<120> A PEPTIDE HAVING AN AFFINITY FOR gpl20 
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<160> 19 
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<210> 1 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Peptide 
<220> 

<221> Residue ; 
<222> (1) 

<223> Xaa = Asp, Lys,! Val, Glu, Gly, Asn or Tyr 

<220> ! 
<221> Residue 
<222> (2) 

<223> Xaa = Val, Asp,* Trp, Lys, Phe, lie, |.eu or Tyr 
<220> 

<221> Residue 
<222> (3) 

<223> Xaa = Lys, Val, Asp, Arg, Ala or^-^r 
<220> 

<221> Residue 
<222> (4) 

<223> Xaa = Ala, Trp or Gly 



<220> 

<221> Residue 
<222> (5) 

<223> Xaa = Gly, Ala, Val, Leu, lie, S^ 
Phe, Trp, Pro or Tyr 

<400> 1 

Xaa Xaa Xaa Xaa Xaa 
1 5 




hr. Met, Asn, Gin, His, Lys, Arg, 



<210> 2 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of 'Artificial Sequence: Peptide 
<220> 

<221> Residue 
<222> (1) 

<223> Xaa = Asp, Lys, Val, Glu, Gly, Asn or Tyr, /or polypeptide residue that an 
arbitrary amino acid [stood in line in the N-term^nal side from this amino acid 

<220> i 
<221> Residue ! 
<222> (2) 

<223> Xaa = Val, Asp,| Trp, Lys, Phe, He, Leu/or Tyr 
<220> 

<221> Residue 
<222> (3) 

<223> Xaa = Lys, Val, Asp, Arg, Ala or Trp 
<220> 

<221> Residue 
<222> (4) 

<223> Xaa = Ala, Trp or Gly 
<220> 

<221> Residue 
<222> (5) 

<223> Xaa = Gly, Ala,i Val, Leu, He, ^er, Thr, Met, Asn,. Gin, His, Lys, Arg, 
Phe, Trp, Pro or Tyr 

<400> 2 

Xaa Xaa Xaa Xaa Xaa 
1 5 



<210> 3 
<211> 5 
<212> PRT 

<213> Artificial Sequjence 
<220> 

<223> Description of Artif: 
<220> 

<221> Residue 
<222> (1) 
<223> Xaa = Asp, Lys, Val, I 



Sequence: Peptide 



G Gly, Asn or Tyr 



<220> 

<221> Residue 
<222> (2) 

<223> Xaa = Val, Asp, Trp,^'Lys, Phe, He, Leu or Tyr 



<220> 

<221> Residue 
<222> (3) ! 

<223> Xaa = Lys, Val,, Asp, Arg, Ala or Trp 
<220> 

<221> Residue 
<222> (4) 

<223> Xaa = Ala, Trp lor Gly 
<220> 

<221> Residue 
<222> (5) 

<223> Xaa = Gly, Ala, Val, Leu, lie, Thr, Met, Asn, /Gin, His, Lys, Arg, 
Phe, Trp, Pro or Tyr, or polypeptide residue that a4i arbitrary amino acid 
stood in line in the !c-terminal side of this amine/ acid, H 

<400> 3 ' 
Xaa Xaa Xaa Xaa Xaa 
1 5 ! 



<210> 4 ! 
<211> 5 
<212> PRT 

<213> Artificial Sequ'ence 
<220> 

<223> Description of Artificial Sequence: Peptide 
<220> 

<221> Residue 
<222> (1) 

<223> Xaa = Tyr, Arg, Phe, Gly, Trp,/ His or Asp 



<220> 

<221> Residue 
<222> (2) 

<223> Xaa = Arg, Tyr, Trp, 
<220> 

<221> Residue 
<222> (3) 

<223> Xaa = Lys, Tyr,; 
<220> 

<221> Residue 
<222> (4) 

<223> Xaa = Gly, Ala,i V| 
Phe or Trp 




Val, Gin, His or Lys 



or Trp 



eu, He, Ser, Thr, Met, Asn, Gin, His, Lys, Arg, 



<220> / 
<221> Residue / 
<222> (5) ; 

<223> Xaa = Gly, Ala, ^Val, Leu, He, Ser, Thr, Met, Asn, Gin, His, Lys, Arg, 
Phe, Tyr or Trp 



<400> 4 

Xaa Xaa Xaa Xaa Xaa 
1 5 

<210> 5 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of ;Artificial Sequence: Peptide 
<220> 

<221> Residue 
<222> (1) 

<223> Xaa = Tyr, Arg, Phe, Gly, Trp, His cjr Asp, or polypeptide residue that an 
arbitrary amino acid istood in the N-termipal side from this amino acid 



<220> 

<221> Residue 
<222> (2) 

<223> Xaa = Arg, Tyr, Trp, Ala, Val, GJyh, His or Lys 
<220> 

<221> Residue 
<222> (3) 

<223> Xaa = Lys, Tyr, Arg, Glu, Met ^r Trp 
<220> 

<221> Residue 
<222> (4) I 

<223> Xaa = Gly, Ala,! Val, Leu, 11^, Ser, Thr, Met, Asn, Gin, His, Lys, Arg, 
Phe or Trp j 

<220> ' 
<221> Residue 
<222> (5) 

<223> Xaa = Gly, Ala, Val/ Leu,//[le, Ser, Thr, Met, Asn, Gin, His, Lys, Arg, 
Phe, Tyr or Trp 



<400> 5 

Xaa Xaa Xaa Xaa Xaa 
1 5 

<210> 6 
<211> 5 
<212> PRT 
<213> Artificial Sequenc 



<220> 

<223> Description of Artificial Sequence: Peptide 
<220> 

<221> Residue 
<222> (1) 

<223> Xaa = Tyr, Arg,: Phe/ Gly, Trp, His or Asp 



4 



/ 



<220> 

<221> Residue 
<222> (2) 

<223> Xaa = Arg, Tyr, Trp, Ala, Val, Gin, Hi^ or Lys 
<220> 

<221> Residue : 
<222> (3) j 

<223> Xaa = Lys, Tyr,j Arg, Glu, Met or Trp/ 

<220> j 
<221> Residue I 
<222> (4) : 

<223> Xaa = Gly, Ala/ Val, Leu, He, Se^, Thr, Met, Asn, Gin, His, Lys, Arg, 
Phe or Trp 

<220> 

<221> Residue 
<222> (5) 

<223> Xaa = Gly, Ala, Val, Leu, He, feer, Thr, Met, Asn, Gin, His, Lys, Arg, 
Phe, Tyr or Trp, or p;olypeptide resic/ue that an arbitrary amino acid stood in li 
ne 

in the C-terminal side of this amine/ acid 
<400> 6 

Xaa Xaa Xaa Xaa Xaa 
1 5 

<210> 7 
<211> 7 
<212> PRT 

<213> Artificial Sequjence 
<220> i 

<223> Description of 'Artificial/ Sequence: Peptide 

I 

<400> 7 I 
Gly Gly Asp Val Lys ;^a g/v 

1 5 1 

<210> 8 
<211> 6 
<212> PRT 

<213> Artificial Sequent 



<220> 

<223> Description of Arti 



(l Sequence: Peptide 



<400> 8 

Gly Asp Val Lys Ala Gly 
1 5 



<210> 9 
<211> 6 
<212> PRT 
<213> Artificial Sequence 



5 



<220> / 
<223> Description of Artificial Sequence: /Peptide 



<400> 9 

Gly Tyr Tyr Lys Ala Ala 
1 5 



/ 



<210> 10 
<211> 6 

<212> PRT I 

<213> Artificial Sequ|ence 

<220> 

<223> Description of jArtificial Sequence: Peptide 
<400> 10 

Gly Tyr Ala Tyr Arg Lys 
1 5 

<210> 11 ' 
<211> 6 I 
<212> PRT i 

<213> Artificial Sequjence 

<220> 

<223> Description of Artificial ^equence: Peptide 
<400> 11 

Arg Tyr Tyr Lys Ala Ala 
1 5 

<210> 12 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Art^fic^jkl Sequence: Peptide 

<400> 12 
Asp Val Lys Ala 
1 



<210> 13 
<211> 3 
<212> PRT 
<213> Artificial Sequ'enfi 



<220> 

<223> Description of 'Ai 



ficial Sequence: Peptide 



<400> 13 
Asp Val Lys 
1 



<210> 14 



6 



/ 



<2ii> 4 ; 

<212> PRT j 
<213> Artificial Sequ|ence 

<220> 1 

<223> Description of Artificial Sequence: 



Peptide 



<40o> 14 ; 

Tyr Tyr Lys Ala 
1 

<210> 15 

<211> 3 ' 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; 

<400> 15 
Tyr Tyr Lys 
1 



Peptide 



<210> 16 

<211> 5 : 
<212> PRT I 

<213> Artificial Sequjence 

<220> 

<223> Description of Artificial Sequence: 



Peptide 



<400> 16 

Tyr Tyr Lys Pro Pro 
1 5 

<210> 17 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Art^ic:jfa:j! Sequence: Peptide 
<400> 17 

Asp Val Lys Pro Gly 
1 5 



<210> 18 
<211> 5 
<212> PRT 
<213> Artificial Sequ'e 



<220> ! 
<223> Description of jArt 

<400> 18 

Asp Val Lys Asp Gly 



[ficicA Sequence: Peptide 




1 



8 



